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Species

Ancyromonas
Malawi_calif
Malawi_jakobi
Malawi_sp

Andalucia
Jakoba baha

Jakoba_libera
Reclinomonas

Seculamonas

Size
(Mbp)

29,6
50,1
70,8
40,9
20,1
28,6
80,7
51,3
47,9

Contigs

7 181

953
8 106
2 678

66
6 085

33 265
15 554
3739

Genes
(protein)

13 433
13 559
25693
18 991

8 642
11 870

27 121
21 039
10 256

Introns
GT-AG

7 540
46 428

143 089

54 155

1280
69 350

59 089
111 752
97 199
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Species
Planomonas
Malawi_calif
Malawi_jakobif
Malawi_sp
Andalucia
Jakoba_ baha
Jakoba_libera
Reclinomonas

Seculamonas

U4 U5 U6

Uit U2
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Species U1 uz2
Sacch.cerevisiae (1) 1
Schizo.pombe 1 1
Aspergillus 1 1
Homo -genome 186 530
Homo -transcriptome 51 63
Acanthamoeba 9 18
Andalucia 1 1
Reclinomonas 2 1
Jakoba bahiemensis 1 1
Jakoba libera Pl 1
Seculamonas 1 1
Malawi_jak 3 1
Malawi_ cal 2 1
Malawi_sp 2 3
Planomonas 1 1
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Query: new [CLEN=120]
Hit scores:

rank E-value score bias sequence start end mdl trunc gc description
(1) ! 3.1e-12 82.8 0.0 AK292656 2 130 + cm no 0.51 1
(2) ' 1.5e-10 75.1 0.0 FV525965 2 96 + «cm 3' 0.47 1
(3) ! 3.4e-09 68.9 0.0 J04118 1 131 + cm no 0.52 1
(4) ! 2.4e-07 60.5 0.0 LF385294 9773 9641 - «cm no 0.46 1
(5) ! 3e-06 55.5 0.0 LF383785 125089 125221 + «cm no 0.44 1

Genetic Data Environment 3.0 - ()

_File =) Edit ignmei NA analysis - )
AK292656,/2-13|AAAAAGGGCTTC TGTCGTGAGTGGCAC ACGTAGGGCAA  CTCGA  TTGCTCTGCGTGCGGAATCGACATCAAGAGATTTCGGAAGCATAATTTTTTGGTATTTGGGCAGCTGGTGA TCGGCAGAGGCCTG] ™
J04118/1-131 [ NAAGGCTTC TGTCGTGAGTGGCAC ACGTAGGGCAA CTCGA  TTGCTCTGCGTGCGGAATCGACATCAAGAGATT TCGGAAGCATAATTTTTTGGTATTTGGGCAGCTGGTGATC GTTGGTCCCGGCGCCCTT),

LF385294/9773JAAAAAGGGCTTC - TGCTGTGAGTGGCA CACATAGGGCA— TCGTT—— TGCTCTTGGTGCCAGAATCAACATCAAGAGATTTCAGAAGCATAATTTTTTGGTACTTGGGCAGCTGGTGATC ATTGGTCCTGTAGCCCTT |
LF383785/1250jAAAAAGGGCTTC - TGTCATGAGTGGCACACATAGGACAA— CTCAA - TTTCTCTTCATGCAGAATAAACATCAAGAGATTTTGGAAGCGTAATTTTT GG TRGTTGGGCAGCTGGTGATCACTGGTGCCAGC - ACCCTT I

[Insert] pos:97 col:104 LF383785/125089-125221 > 1 sequence in Sequence Clipboard




